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Supplemental Figure S1.  Sequence alignment of N-terminal halves of Xatm and
human ATM.
1 11 21 31 41 51 61 71
Xenopus 1 MSLALHELLLCCRQIETDKATERKKEIVKFRRLLRDPETVQQLDQNSDRRQGKQLNWDTVFRFLQKYVYKETESIKSAKA
Human 1 MSLVLNDLLICCRQLEHDRATERKKEVEKFKRLIRDPETIKHLDRHSDSKQGKYLNWDAVFRFLQKYIQKETECLRIAKP
Consensus msl l ll ccrq e d aterkke kf rl rdpet ld sd qgk lnwd vfrflqky kete ak
Xenopus 81 SVSQATQSNRRKKMQDISCVVKDFIRCANKRAPRLKCTELLLHVANTVKDPTSCSAYGTDYSSILLKDILSVRKYWCEIT
Human 81 NVSASTQASRQKKMQEISSLVKYFIKCANRRAPRLKCQELLNYIMDTVKDSSNGAIYGADCSNILLKDILSVRKYWCEIS
Consensus vs tq r kkmq is vk fi can raprlkc ell tvkd yg d s illkdilsvrkywcei
Xenopus 161 FQQWEDLLTLYFSLYLKPESTVNRLLVARIIHTLTRGCCQQTDGLHSMFFQFFSKTMKRVGEEKNPPGLDQILAALNVFL
Human 161 QQQWLELFSVYFRLYLKPSQDVHRVLVARIIHAVTKGCCSQTDGLNSKFLDFFSKAIQCARQEKSSSGLNHILAALTIFL
Consensus qqw l yf lylkp v r lvariih t gcc qtdgl s f ffsk ek gl ilaal fl
Xenopus 241 TSASVNCRMRVSKLGEDLFSTVLRIWTMQRPKDALKEEIVEFFRLLLRIHHPKGAKTVDEGAYAFDPDRWKRNLYSLYDT
Human 241 KTLAVNFRIRVCELGDEILPTLVYIWTQHRLNDSLKEVIIELFQLQIYIHHPKGAKTQEKGAYES--TKWRSILYNLYDL
Consensus vn r rv lg t iwt r d lke i e f l ihhpkgakt gay w ly lyd
Xenopus 321 LVNEISQIGSRGKYSSGSRNIAAKENLVELMADICHQLFTEDTQVLDITQASFLVTQREPS--GAASKRRRIELGWEVLR
Human 319 LVNEISHIGSRGKYSSGFRNIAVKENLIELMADICHQVFNEDTRSLEISQS-YTTTQRESSDYSVPCKRKKIELGWEVIK
Consensus lvneis igsrgkyssg rnia kenl elmadichq f edt l i q tqre s kr ielgwev
Xenopus 399 DNLQKSHNDFDIIPWLQIATCLIARYPASLPSSELTPLLTVLHQLLAQQRRSERATYVLHCLKEVAVCLKQKTDVKITPK
Human 398 DHLQKSQNDFDLVPWLQIATQLISKYPASLPNCELSPLLMILSQLLPQQRHGERTPYVLRCLTEVALCQDKRSNLESSQK
Consensus d lqks ndfd pwlqiat li ypaslp el pll l qll qqr er yvl cl eva c k
Xenopus 479 SDLHKLWPKVWAVTLRSISSPHTEEESFALLASILQGALIPGDTDFWKIFSGAAAKPSNPGVHCLALALTSYCLPEHISA
Human 478 SDLLKLWNKIWCITFRGISSEQKQAENFGLLGAIIQGSLVEVDREFWKLFTGSACRPSCPAVCCLTLALTTSIVPGAVKM
Consensus sdl klw k w t r iss e f ll i qg l d fwk f g a ps p v cl lalt p
Xenopus 559 GFDNPMHEANGSQSSLKEEIIKWLLFGHSDDEVEDTNELSPVITKDFSNPALQKILVSLTMKDSRAAMKFFRSLSECSCH
Human 558 GIEQNMCEVNRSFS-LKESIMKWLLFYQLEGDLENSTEVPPILHSNFPHLVLEKILVSLTMKNCKAAMNFFQSVPECEHH
Consensus g m e n s s lke i kwllf e e p f l kilvsltmk aam ff s ec h
Xenopus 639 NKREDEASFADAEELYLHTSFSEIPGVPPVGPMEADKDGSSPCLTVNLAIREKLERDLLTLSEQQLNSYSSEAIPPVNLV
Human 637 HKDKEELSFSEVEELFLQTTFDKMDFLTIVRECGIEKHQSSIGFSVHQNLKESLDRCLLGLSEQLLNNYSSEITNSETLV
Consensus k e sf eel l t f v k ss v e l r ll lseq ln ysse lv
Xenopus 719 QCACLLTGVLGCYLYADIITEEDALQSHLFQKAKMLMQCAGESTSFLKSKLNEDAKISSLAALITQCVGCICNCTKDTPI
Human 717 RCSRLLVGVLGCYCYMGVIAEEEAYKSELFQKANSLMQCAGESITLFKNKTNEEFRIGSLRNMMQLCTRCLSNCTKKSPN
Consensus c ll gvlgcy y i ee a s lfqka lmqcages k k ne i sl c c nctk p
Xenopus 799 RFLTDLFLHLFTPRMLNDLTDIGKLLLTSTGSSVETSELDLIGDDAES-RMETEDQGVMDLFDDHCVAEPAENIEYGELQ
Human 797 KIASGFFLRLLTSKLMNDIADICKSLASFIKKPFDRGEVESMEDDTNGNLMEVEDQSSMNLFNDYPDSSVSDANEPGESQ
Consensus fl l t nd di k l e dd me edq m lf d e ge q
Xenopus 878 HVTGALSPLSEEHLTKQEAVLLQTLEFLCLCTTAAQNHTVNFRPSDTRRKLLALIDNNSLDISKPLHLHVYLLLLNELPK
Human 877 STIGAINPLAEEYLSKQDLLFLDMLKFLCLCVTTAQTNTVSFRAADIRRKLLMLIDSSTLEPTKSLHLHMYLMLLKELPG
Consensus ga pl ee l kq l l flclc t aq tv fr d rrkll lid l k lhlh yl ll elp
Xenopus 958 ADAPLPVDEIITLLRPLIEVCSSYRRDQDVCAAILKKLLPVVNCLGQDPMDTEETYDAQGQLLNVIQAFWILAKDGKYTA
Human 957 EEYPLPMEDVLELLKPLSNVCSLYRRDQDVCKTILNHVLHVVKNLGQSNMDSENTRDAQGQFLTVIGAFWHLTKERKYIF
Consensus plp ll pl vcs yrrdqdvc il l vv lgq md e t daqgq l vi afw l k ky
Xenopus 1038 VVRASLVNCMKALLKVDPQSKWAILTVDDQDVPVRDAFPAFLADSHHQVRFHTAVSISRLFQDVK------AQALPLQLQ
Human 1037 SVRMALVNCLKTLLEADPYSKWAILNVMGKDFPVNEVFTQFLADNHHQVRMLAAESINRLFQDTKGDSSRLLKALPLKLQ
Consensus vr lvnc k ll dp skwail v d pv f flad hhqvr a si rlfqd k alpl lq
Xenopus 1112 QKAFDNIYLKVQEGMRYLPRSSSDPDEVPDETWNRRATLLMLISAILRCSPVCEKQALFAICQSVKENGLDPQLIRKELG
Human 1117 QTAFENAYLKAQEGMREMSHSAENP-ETLDEIYNRKSVLLTLIAVVLSCSPICEKQALFALCKSVKENGLEPHLVKKVLE
Consensus q af n ylk qegmr s p e de nr ll li l csp cekqalfa c svkengl p l k l
Xenopus 1192 RVSTALGYRGVKDFMASHLDYLILEWLRMKVPGYSLSTFPYILLNYSSLNEFYRACYKVLVPHLVIRNEFEEVKSLAQCI
Human 1196 KVSETFGYRRLEDFMASHLDYLVLEWLNLQDTEYNLSSFPFILLNYTNIEDFYRSCYKVLIPHLVIRSHFDEVKSIANQI
Consensus vs gyr dfmashldyl lewl y ls fp illny fyr cykvl phlvir f evks a i
Xenopus 1272 EEDWKLLLADCFPRILVNILPYFASECADDKEMLQKREVATKVYDLLQDESCLGKQQIDNLFFRNLPEIVVELLMTLHET
Human 1276 QEDWKSLLTDCFPKILVNILPYFAYEGTRDSGMAQQRETATKVYDMLKSENLLG-KQIDHLFISNLPEIVVELLMTLHEP
Consensus edwk ll dcfp ilvnilpyfa e d m q re atkvyd l e lg qid lf nlpeivvellmtlhe
Xenopus 1352 SSSHATEDPDLLQFAGELDPAPNPPYFPSSVIKATLHYISSCHKSKMKSLVTILSKTPDSFQKILLAICNEAAETNNVYK
Human 1355 ANSSASQSTDLCDFSGDLDPAPNPPHFPSHVIKATFAYISNCHKTKLKSILEILSKSPDSYQKILLAICEQAAETNNVYK
Consensus s a dl f g ldpapnpp fps vikat yis chk k ks ilsk pds qkillaic aaetnnvyk
Xenopus 1432 KHRILTIYHLFVNLLLAEIKDGLGNAWAFVLRDVIYTIIHHINSRPAHGNMD
Human 1435 KHRILKIYHLFVSLLLKDIKSGLGGAWAFVLRDVIYTLIHYINQRPSC-IMD
Consensus khril iyhlfv lll ik glg awafvlrdviyt ih in rp md
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